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<213> Homo sapiens 



<400> 1 

gagtagagcc gatctcccgc gccccgaggt tgctcctctc cgaggtctcc cgcggcccaa 60 
gttctccgcg ccccgaggtc tccgcgcccc gaggtctccg cggcccgagg tctccgcccg 120 
caccatgcgg ctgggcagtc ctggactgct cttcctgctc ttcagcagcc ttcgagctga 180 
tactcaggag aaggaagtca gagcgatggt aggcagcgac gtggagctca gctgcgcttg 240 
ccctgaagga agccgttttg atttaaatga tgtttacgta tattggcaaa ccagtgagtc 300 
gaaaaccgtg gtgacctacc acatcccaca gaacagctcc ttggaaaacg tggacagccg 360 
ctaccggaac cgagccctga tgtcaccggc cggcatgctg cggggcgact tctccctgcg 420 
cttgttcaac gtcacccccc aggacgagca gaagtttcac tgcctggtgt tgagccaatc 480 
cctgggattc caggaggttt tgagcgttga ggttacactg catgtggcag caaacttcag 540 
cgtgcccgtc gtcagcgccc cccacagccc ctcccaggat gagctcacct tcacgtgtac 600 
atccataaac ggctacccca ggcccaacgt gtactggatc aataagacgg acaacagcct 660 
gctggaccag gctctgcaga atgacaccgt cttcttgaac atgcggggct tgtatgacgt 720 
ggtcagcgtg ctgaggatcg cacggacccc cagcgtgaac attggctgct gcatagagaa 780 
cgtgcttctg cagcagaacc tgactgtcgg cagccagaca ggaaatgaca tcggagagag 84 0 
agacaagatc acagagaatc cagtcagtac cggcgagaaa aacgcggcca cgtggagcat 900 
cctggctgtc ctgtgcctgc ttgtggtcgt ggcggtggcc ataggctggg tgtgcaggga 960 
ccgatgcctc caacacagct atgcaggtgc ctgggctgtg agtccggaga cagagctcac 1020 
tggccacgtt tgaccggagc tcaccgccca gagcgtggac agggcttccg tgagacgcca 1080 
ccgtgagagg ccaggtggca gcttgagcat ggactcccag actgcagggg agcacttggg 1140 
gcagccccca gaaggaccac tgctggatcc cagggagaac ctgctggcgt tggctgtgat 1200 
cctggaatga ggccctttca aaagcgtcat ccacaccaaa ggcaaatgtc cccaagtgag 1260 
tgggctcccc gctgtcactg ccagtcaccc acaggaaggg actggtgatg ggctgtctct 1320 
acccggagcg tgcgggattc agcaccaggc tcttcccagt accccagacc cactgtgggt 1380 
cttcccgtgg gatgcgggat cctgagaccg aagggtgttt ggtttaaaaa gaagactggg 1440 
cgtccgctct tccaggacgg cctctgtgct gctggggtca cgcgaggctg tttgcagggg 1500 
acacggtcac aggagctctt ctgccctgaa cgctcccaac ctgcctcccg cccggaagcc 1560 
acaggaccca ctca 1574 
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